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Advancements of research on nicotine catabolism of microorganisms
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Abstract ; The advancements of research on nicotine catabolism of microorganisms in the past decades were

reviewed. The advancements mainly include classification and diversity of nicotine-degrading microbes, ca-

tabolism pathways, molecular biology and enzymes about nicotine degradation,and the application of these

nicotine-degrading microbes is also overviewed. It is suggested that nicotine-degrading microbes play impor-

tant roles in depressing nicotine of tobacoo leaves and environment.
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FEHMEE. &5 R 1k AT R B BE % 4 i 45 0 10 4
BEXEEA W E B (I Arhrobacter nicotino-
vorans'®!) B YHMIE R (10 P. convexa PC1V! p. pu-
tida'®') AFAEBHEB (Cellulomonas sp. ) i ¥
K & ( Nocardioides sp. 15614 ), + 13 #F &"
( Agrobacterium radiobacter ) | & R X B JB T #p1'”
( Morganella fulton morganella morganii subsp. ) ;B8 T
B 2 4, I Microsporum gypseum!"! 1 Cunningha-
mella echimulata'® % — b B Bt B A X8 W
HIBEST.
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ARG RBE—TERNER S
. 2t B TR & X 0 o i i 12 A s A
EAMBR, B EMEY EEET 4 HiEEA
R : — R E R A& PR IE &R (
pyridinepathway ) , iR 12 H 7 FFEHE1L , M AR BR AL BE
¥ Co B AEAL T 4R, me ke EACK I B KK AT
I, SR U5 e BE 2008 i B AL AT, R B DAAE AL
W E bR TR DA P o R 4 o R ik
giR1e (pyrrolidinepathway) , 56 J& # itk Mt Kot Bt &
AR B ELEE A N ~ B E S bE =Y, R
JEE B e R AT =R AFETHEETH
Ji AL R A2 (Me pathway ) , BRI AE Ge it 7P 2 A
B R B0, BREF R E MR N2
FIHAE2HNERER, FEERIN Achro-
mobacter nicotinophagum X183 {88 7 13 &, A. nicoti-
nophagum L 2 FR &2 A ™.
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sch ™ F i FRHBABESHB T EIENT
PAOL A 545 FF g A 5 A AL, 4 B 0 10 181 4% b
B 3 RS0 FiZ ki . 1986 4E, R. Brandsch 21"
Xt pAOl T 5 f%8 $K18 T 6hdno 3N K BL, 3 I 7E
KB HEPELH T #FEiKL. 1994 4, S. Grether-Beck
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& B ( Ketone dehydrogenase, KDH,EC 1.5.99) ,{ii{k
6 - BB/ E IR 2,6 - R R AL,
ZHMARBE=ZKNK, 3 M EREKR/PTHH
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4)2,6 ~ = ¥2 3 B¢ 1A 9. 7K % B (2, 6 - dihydroxyp-
seudooxynicotine hydrolase, DHPONH) ' | i ponh %
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BK B W EKMEERET. 5) 2
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