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Review of simulation computation of DNA self-assembly
system and the related application research
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Abstract ; Some existing DNA computing softwares, such as caDNAno tools, Visual DSD tools and NU-
PACK tools,were reviewed. Based on the caDNAno and Visual DSD, two DNA self-assembly models were
described , which are respectively corresponding to Zhengzhou University of Light Industry badge and the
prime number judging. After that, the application and feasibility of related softwares was discussed. And
then, it was pionted that software platforms design was an important issue in the research of DNA self-
assembly computation.
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