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Abstract : In order to reduce the biological operation of mass DNA cryptography algorithm, an information hid-

ing sequence was proposed based on DNA sequence operation. Using DNA sequence database as a natural

DNA password, combining with the DNA digital encoding rules, the information to be encrypted and reference

sequences was converted to DNA sequence by an XOR operation. Then, by mixing with redundant sequences

information hiding was achieved. The performance and security analysis of the scheme results showed that the

sequence did not need the biological operation, had the character of low cost,was easy to transport and had

strong security.
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