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Abstract : The principles of the DNA self-assembly, the design of the DNA coding sequence, DNA essential

assemble units, and the construction of the DNA self-assembly system have been reviewed. The construction of

the DNA self-assembly system is a difficult problem in this field. Three aspects will be focused in future

research; first, based on thermodynamic and physico-chemical properties of DNA, DNA essential assemble

units and DNA self-assembly system will be constructed ; second , high-throughput empirical data of DNA self-

assembly will be integrated and mined,the model of the DNA self-assembly system will be designed according

to data-driven;at last, the controllability ,adaptability and applicability of drug delivery system DNA self-assem-

bly will be analyzed.
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