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Abstract ; Taking the strong-flavor, intermediate-flavor and clear-flavor reconstituted tobacco leaf concentrates
as the research object, the contents of conventional chemical components was compared by continuous flow
method, the differences of neutral aroma components were detected by GC-MS, and the differences of
microbial community structure and diversity in different flavor concentrates were compared by high-throughput
sequencing. The results showed that the content of water-soluble total sugar in strong-flavor concentrate was
lower, and the content of other conventional chemical components was higher. The contents of a-damascenone
and megastigmatrienone were higher in the clear-flavor, the contents of nicotinine and acetylpyrrole were high-
er in the strong-flavor, and the contents of most flavor components in intermediate-flavor were in the middle.
The species diversity of bacteria in clear-flavor concentrate was the largest, and the species diversity of fungi
in strong-flavor concentrate was the largest. The dominant bacterial genera of the three concentrates were

Bacillus , the dominant fungal genera of the strong-flavor and intermediate-flavor concentrates were Debaryo-

myces, and the strong-flavor concentrated fragrance was Ogaiaea.
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Table 1

Mass fraction of conventional chemical

components in different flavor concentrates %
FER KRR S =Y -
WA 9.2 1.2 0.7 2.8 1.6
rf ] 7Y 9.5 1.1 0.6 2.7 1.5
i) 9.6 1.1 0.6 2.8 1.5
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R/ s BT = A T R 45 W Jo v 3 25 S e
W I A R 4 Wb o )l 22,476 pg/mL
F10.777 wg/mL, (8] 5 B VR 45 W 3 51 R
13.776 wg/mL F10. 349 wg/mL, ¥ 7 B 465 T
HE 23504 11,135 we/mL F1 0. 364 wg/mL, 1%
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GTDB %dfii % A1 UNITE %8s o BE47 R0, 4
UK 4. 3 4 N3 A ARG h DA 28
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bacillus ) 6 AR &S, W) S (Issatchenkia )
2218 1% 1 J& ( Candida ) , Z= W 52 B 1) & ( Mey-
erozyma ) S )] 0 J& ( Fusarium ) | 2% J& (Aspergil-
laceae) Z1T#1E)E ( Rhodotorula ) JEAH )& (Aureo-
basidium) RS & ( Rhizopogon.) 211 1TMEREE
KO3 MFEMPILAEIEA 8 4, EEA 24
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Table 2 Neutral aroma components of different flavor concentrates

H PR IR IR0 BT/ (pg-ml ")

= BA A I 3 = 9 - /0

P R min - CAS A R mm hEE WA
1 15.83 930-60-9 A-R -1, 3- 91 1.629 2.017 1.387
2 16.28 100-42-5 K 95 0. 659 1.884 —
3 17.53 1192-62-7 2- LTk S g 72 0.418 — —
4 20. 36 3857-25-8 5— FF 5 — 2 — 1 I F e 90 — 0.349 —
5 20. 85 100-52-7 2 H g 94 0.674 0. 620 0. 566
6 21.01 620-02-0 5—H J kIR s 90 0. 541 0.418 0.389
7 25.71 5989-27-5 (+) -Frid 97 0. 605 0.310 —
8 26.01 100-51-6 2R B i 95 1.953 2.086 2.312
9 26. 80 122-78-1 KM 91 5.092 5.127 4. 064
10 28.05 1072-83-9 2- LR 91 2.745 2. 681 2.332
11 30. 83 78-70-6 TR 97 0.285 0.216 0.226
12 31.83 1960-12-8 KO 91 1.825 1.934 2.140
13 34.06 1125-21-9 A AC R R 95 0.202 0.216 0.212
14 34.70 637-69-4 A-HEHFLK I 91 — — 0.103
15 48.20 1954-11-5 R 94 0.128 0.674 0.492
16 50.75 23726-93-4 a— K LR 98 4.443 4.261 5.279
17 54. 87 3796-70-1 i P9 ) 78 — 0. 403 —
18 59.93 15356-74-8 AR P i 97 2.371 2.622 3.218
20 77.25 4602-84-0 G AW 78 0.364 0.349 0.777
21 75. 04 4674-50-4 (+) - 89 0.772 2.918 —
22 80. 63 1117-52-8 e KL 94 — — 11.395
23 61.65 38818-55-2 B =T a 98 1.068 1.427 2.367
24 62. 69 38818-55-3 B & =4 b 99 4.994 6.288 10. 042
25 64. 66 38818-55-4 B S =4 o 86 1.437 1.535 2.288
26 65.37 38818-55-5 H G = d 99 3. 636 4.526 7.779
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Table 3 Number of effective sequence strips in

different flavor concentrates

g Ay 1 H [f] 7 7 A
16S 93 361 85 127 94 533
ITS 37 761 108 666 41 829

k4 RRAAMRGER OTU RELR
Table 4 Results of OTU cluster of

different flavor concentrates

ki & WAER HER EHER
Bacillus 46 531 61 182 62 573
Lactobacillus 33 772 13 211 19 628
o Burkholderia 42 183 35
- Phenylobacterium 44 233 42
Bradyrhizobium 23 77 17
Terribacillus 29 35 3
Issatchenkia 5632 30 1
Candida 961 60 0
Meyerozyma 117 26 4
Fusarium 258 38 0
Ilyonectria 75 0 0
HA Aspergillaceae 73 4 0
Rhodotorula 131 0 0
Aureobasidium 354 5 0
Rhizopogon 176 0 0
Millerozyma 134 5 0
Hannaella 68 0 0
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