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Table 1  Test results of routine chemical composition of cut tobacco samples

i BR/ % A% B/ % /% B/ % K5/ % o b
sl 1.95 0.35 2.28 20. 85 2.28 10. 80 9.15
s2 2.05 0.35 2.26 19. 83 2.48 10. 65 8.79
s3 2.00 0.34 2.24 20. 26 2.29 10. 72 9.03
s4 1.99 0.34 2.23 20. 37 2.40 10. 37 9.12
s5 2.08 0.35 2.31 19. 86 2.40 9.56 8. 60
s6 2.00 0.34 2.24 19. 69 2.47 9.72 8.81
s7 1.97 0.34 2.33 20. 28 2.43 10. 51 8.71
s8 2.02 0.36 2.28 20. 15 2.50 10. 17 8.83
s9 2.05 0.34 2.25 20. 62 2.47 10. 07 9.17
s10 2.05 0.35 2.27 20. 14 2.52 10. 03 8. 88
M 2.02 0.34 2.27 20. 21 2.42 10. 26 8.91
b2 0.04 0.01 0.03 0.36 0. 08 0.42 0.20
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Table 2 Determination results of DNA mass concentration of cut tobacco samples with different weights

DNA JFEHE/ (ng-pL™)

. o . o
oo g mE weowmooweoown o GO0 RE
BT RW2 BRI R4 RIS K6
0. 025 26. 561 24.983 26. 634 25.252 27.634 24. 598 25.944 1. 177 4.54
0. 050 43. 888 49. 163 48. 506 45.586 47. 667 43.996 46. 468 2.298 4.94
0.075 76.033 75.102 75.014 74. 451 75. 145 79. 145 75. 815 1.709 2.25
0. 100 117.997 119. 687 122.983 124. 471 116.974 122. 845 120. 826 3.038 2.51
0. 125 145. 548 142. 897 140. 142 139. 699 138. 874 144. 964 142. 021 2. 852 2.01
0. 150 151. 334 151. 425 157. 861 159. 013 152.753 150. 813 153. 867 3.616 2.35
0.175 150. 567 168. 546 165. 369 160. 779 170. 229 161. 569 162. 843 7.071 4.34
0. 200 165.718 149. 849 159. 576 155.226 159. 589 149. 580 156. 590 6.288 4.02
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Table 3 Determination results of DNA mass concentration

of cut tobacco samples of different varieties

Fer _ DNA & }ﬁ%‘/flfr“/(ng, ML*i) SEHME/
SEATRAM 1 SPATAIN 2 SPATRIN 3 (ngepl)

pl 156. 786 158. 364 157.259  157.470

p2 138. 257 135. 632 137.953  137.281

p3 92.756 96. 753 95. 147 94. 885

p4 89. 632 88.254 89. 121 89. 002

p5 67. 451 68. 127 66. 147 67.242
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Table 4 DNA mass concentration determination

results of different repeated cut tobacco samples

FE DNA JFifE ik fZ/ (ng-pL™")

sl 92.201
) 95. 061
s3 89. 292
s4 92. 441
s5 90. 211
s6 93. 440
s7 91.373
s8 91.254
<9 90. 571
s10 94.672
I 92. 050
b2 1. 895
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Application of DNA mass concentration determination

in cut tobacco processing homogenization

WANG Guangyao' ,WANG Yangxun', HE Shengbao’ , BAI Guogiang',
ZHANG Wei’ ,WANG Yingyuan®,ZHANG Xiaohui®, LIU Nan’
1. Nanjing Cigarette Factory ,China Tobacco Jiangsu Industrial Co., Lid.,Nanjing 210012, China;
2. China National Tobacco Quality Supervision and Test Centre , Zhengzhou 450001 , China

Abstract; In order to explore and study the practical detection means of cut tobacco processing homogenization, the
cut tobacco DNA mass concentration was used as the detection index of cut tobacco processing homogenization. The
uniformity of the sample were evaluated through the results of routine chemical composition detection and sensory
evaluation. The DNA mass concentration of different varieties and different repeated cut tobacco samples were
measured to analyze the rationality of DNA mass concentration measurement for the detection of cut tobacco process-
ing uniformity. The reasonable fluctuation range of cut tobacco DNA mass concentration was set and verified to
realize the homogenization detection of cut tobacco processing. The results showed that using the mean value +
double standard deviation of DNA mass concentration as the reasonable fluctuation range of cut tobacco DNA mass
concentration could achieve the purpose of homogenization detection of cut tobacco processing.

Key words: DNA mass concentration determination; cut tobacco processing homogenization ; cigarette processing
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