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Mold content changes during the fermentation

process of cigar leaf industry
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Abstract; In order to investigate the differences of aroma components and aroma profiles in segmented smoke of
cigars, gas chromatography-mass spectrometry ( GC-MS) was used to detect the aroma compounds of Great Wall
No. 2 and Montecristo No. 4 cigars, supplemented by sensory evaluation and odor contribution weight to investigate
the aroma characteristics of cigars, and the key aroma components in cigars were screened based on partial least
squares discriminant analysis ( PLS-DA). The results showed that the cigar was shorter, the interception effect was
weakened , and the quantity and release of aroma components in cigar smoke were increased during smoking. In the
odor contribution weight of segmented smoke of cigars, the bean and woody aromas of Great Wall No. 2 weakened
and the coffee aroma increased as smoking proceeded, while the bean aroma of Montecristo No. 4 weakened and the
spicy aroma increased. These changes in odor contribution weight were consistent with the results of the sensory
evaluation. 12 key differential aroma components such as y-hexalactone, 2-furoic acid, acetophenone, phenylacetic
acid, 2,6-dimethylpyrazine were obtained during the smoking process of Great Wall No.2, and 11 key differential
aroma components such as cedrol, 2-methylbutyraldehyde, 2-methoxy-4-vinylphenol, guaiacol, 7y-nonanolactone
were obtained during the smoking process of Montecristo No. 4. The results of this study reflected the change rules
of smoke composition in the smoking process of cigar and explained the reasons for the flavor changes in the smok-
ing process of cigar.

Key words : cigar; segmented smoke of cigar;aroma compound ;aroma profile ;odor contribution weight
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The effect of mold on the fungal community structure
during the industrial fermentation of cigar tobacco leaves
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Abstract; To investigate the changes in fungal community structure with mold occurrence during the industrial fer-
mentation of cigar tobacco leaves, Dexue No. 1 cigar tobacco leaf was chosen as the test material, and counting
methods in microbiology and Illumina MiSeq high-throughput sequencing technology were used to analyze the chan-
ges in mold content and fungal community structure of normal and moldy cigar tobacco leaf samples during the
industrial fermentation. The results indicated that compared to norml tobacco leaves, on the 30th day of fermenta-
tion, the mold content in moldy cigar tobacco leaves was the highest (8. 3x10* CFU/g) , the richness and diversity
of species were the lowest, and the number of OTUs was the least. At the level of the phylum, Ascomycota was an
absolute advantageous phylum on day 30 of fermentation, with an average relative abundance of 99. 82%. At the
level of the genus, Aspergillus was the main genus in the entire fermentation process, and the average relative abun-
dance on day 30 of fermentation was the largest (92.32% ). The 30 d mildewy cigar tobacco leaf and other samples
had a significant difference in species composition compared to normal tobacco leaves. Among them, Aspergillus
was both an advantageous genus and a differential genus, and the average relative abundance of various samples was
the highest.

Key words : cigar tobacco leaves ;industrial fermentation ; fungal ; mildew ; community structure

[ s i ot |



