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The solution to the maximum clique problem
based on two-dimensional DNA tiles self-assemble

FENG Ting', ZHANG Qian', DONG Ya-Fei'"
(1. College of Life Sci. ,Shaanxi Normal Univ. ,Xi'an 710062 ,China;
2. College of Comp. Sci. ,Shaanxi Normal Univ. ,Xi'an 710062, China)

Abstract: Because there are some disadvantages of traditional algorithms in solving maximum clique prob-
lem—one of the NP complete problems, such as too many experimental steps, uneasiness to operate in
vivo,and low cyclization efficiency,a 2D DNA (k-arm DNA molecule) structure was designed to solve the
maximum clique problem. In order to reduce the time and steps required in resolving this problem, the
method is that the 2D DNA molecular was designed as molecular tiles and the computation model was ob-
tained by using the 3D DNA tiles to build the 3D DNA structure chart. This algorithm reduces the com-
plexity of calculation for solving the maximum clique problem, and it is also a meaningful practice for DNA
computing and DNA computer research.
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