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Tag identification of flue-cured tobacco varieties by multiplex PCR technique
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Abstract: With 12 varieties of flue-cured tobacco as a template, the conditions for primer concentration and

annealing temperature for 6 pairs of SCAR primers were optimized. Multiplex PCR fingerprints and identifica-

tion routes of 12 flue-cured tobacco varieties were established by multiplex PCR. The results showed that mul-

tiplex PCR had the advantages of high efficiency, high speed, time saving and low cost compared with ordinary

PCR. Six pairs of SCAR primers had good stability and specific band specificity, which could distinguish 12

flue-cured tobacco varieties accurately.
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Table 1 SCAR primers
SCAR 5|¥) ElkZRS) JP31(5'—3") BRIER/bp  GBUGREE/C O T BUKEE/bp

S1 -1 GTCCACACGGGGCAATTAATG 21

SCARL S1 -2 GTCCACACGGCTATGAGATTA 21 62 ~64 45
S2 -1 CACGGCTGCGAAGAGCTAAG 20

SCAR2 S2 -2 CACGGCTGCGTGTTATGAAC 20 69 733
S3 -1 CAATCGCCGTAAATACACAAAGTA 24

SCARS S3-2 AATCGCCGTCAGGAGAGAGA 20 57 ~39 887
A -1 CCACAGCAGTCTGATATTGGATG 23

SCAR4 A4 -2 CCACAGCAGTAACAGCAGGA 20 37 =39 313
S5 -1 AGGCTGTGCTTACTGCTTCTAC 22

SCARS S5-2 AGGCTGTGCTATTGTAGGATGAGAC 25 o8 533
S6 -1 TTTGAGAATACGTCTTAACGACCA 24

SCARG S6 -2 CCACAGCAGTCCCTTCCTAA 20 63 1760
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Fig.1 Conditional optimization experimental

results of primer 1 + primer 6
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Fig.3 Conditional optimization experimental

results of primer 1 + primer 2
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Fig.5 Experimental results of primer 4 + primer 6
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Fig.7 Primer combination 1 (primer 1 + primer 2)

PCR amplification of 12 tobacco varieties
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Fig.8 Primer combination 2 ( primer 4 + primer 6)

PCR amplification of 12 tobacco varieties
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Fig.9 Primer combination 3 ( primer 4 + primer 5)

PCR amplification of 12 tobacco varieties
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