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Abstract : In order to enrich the understanding of the composition of the yeast strains of the Cabernet Sauvignon

in planting region of Anyang, 70 yeast strains were enriched, isolated and purified from the Cabernet Sau-

vignon surface. Combined with traditional morphological classification and identification of modern molecular

biology, these 70 yeast strains were identified as three well-known yeast species: Hanseniaspora opuntiae,

Pichia terricola and Candida quercitrusa , in which Hanseniaspora opuntiae and Pichia terricola were dominant,

while only few strains belong to Candida quercitrusa. This study has a good practical significance for the brew-

ing of specialty wines in the producing areas.
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