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Table 1  Determination results of taste indexes in zha-chili at different fermentation temperatures

P KR/ C
20 25 30 35

TR R 0.39(-0.02~1.20)" -3.49(-6.34~-0.73)" -5.60(-7.43~-3.89)" -4.39(-5.54~-3.36)"

R -0.77(=2.06~0.00)" -0.49(-1.77~0.52)" 1.09(-1.69~2.94) 2.45(2.04~2.92)"

NS -0.73(-1.73~0.00)" -0.75(-1.98~0.14)" 1.13(-2.13~2.88) 3.07(2.49~3.67)"

R -0.89(-1.44~0.00)" -0.24(-0.81~0.20)" -1.35(-2.85~-0.24)" -3.1(-3.92~-2.10)"

ff IR -0.50(-0.92~0.00)" 0.09(-0.17~0.43)" 0.34(0.07~0.56)" 0.14(0.05~0.19)*
JaR-A -0.39(-0.62~0.00)" -0.98(-1.19~-0.87)"  1.95(-1.73~3.83)" 3.79(3.75~3.81)"
JaWk-B -0.25(-0.62~0.00)" -0.83(-0.98~-0.68)"  1.73(-1.31~3.25)" 3.19(3.08~3.27)"

FRE 0.24(0.00~0.57)" -0.46(-0.70~-0.33)"  -0.15(-0.92~0.91)"  -1.22(-1.84~-0.35)"

R A FNG bR TR R R 8] 22 5 5 (P<0.05) , T IR,
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Analysis results of microbial flora diversity in zha-chili at different fermentation temperatures
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Fig. 2 Bacterial community structure in zha-chili at different fermentation temperatures
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Fig. 3 Fungal community structure in zha-chili at different fermentation temperatures
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Fig. 4  Correlation between microbial flora and taste quality in zha-chilli at different fermentation temperatures
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Effects of different fermentation temperatures on taste quality

and microbial flora of zha-chili

WANG Yurong'*>, WANG Xin"? ,SHENG Qunhang"*,ZHANG Haibo'* ,HOU Qiangchuan'?,GUO Zhuang'*
1. Hubei Provincial Engineering and Technology Research Center for Food Ingredients,Hubei University of Arts
and Science ,Xiangyang 441053, China ;
2. Xiangyang Lactic Acid Bacteria Biotechnology and Engineering Key Laboratory ,Hubei University of Arts
and Science ,Xiangyang 441053, China

Abstract ; [ Objective ] This study aimed to reveal the effects of different fermentation temperatures on the taste
quality and microbial flora of zha-chili. [ Methods] The taste quality of zha-chili fermented at different temperatures
(20 C, 25 C, 30 C, and 35 C) was evaluated using an electronic tongue technique, while its microbial
community structure was analyzed via MiSeq high-throughput sequencing technology. Finally, the correlation
between the microbial flora and taste quality was determined based on procrustes analysis. [ Results ] Significant
differences were observed in both the taste quality and microbial flora structure of zha-chili under different
fermentation temperatures( P<0.05). The dominant bacterial genera were Lactobacillus and Bacillus, while the
major fungal genera included Hyphopichia, Aspergillus, Cladosporium, Gibberella, Kodamaea, and Meyerozyma.
Among these, zha-chili fermented at 20 “C exhibited a more prominent sour taste and a more favorable microbial
composition; Lactobacillus was the dominant bacterial genus, and Hyphopichia was the major dominant fungal
genus. Additionally, Acinetobacter, Rosenbergiella, and Cladosporium were identified as the key bacterial genera
distinguishing its microbial community structure from the other three temperature groups. A significant correlation
was found between the microbial flora and taste indexes of zha-chili fermented at different temperatures( P<0. 05) ,
and the interactions among dominant microorganisms collectively shaped the taste characteristics of zha-chili.
[ Conclusion ] Zha-chili fermented at 20 °C exhibits both higher microbial flora richness and better taste quality.

Key words : zha-chili ; fermentation temperature ;microbial flora ;taste quality ; correlation
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